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Upon publication of the original article [1], it was
noticed that Alexandra Z. Worden’s affiliation is not
complete. The full affiliation information for Alexandra Z.
Worden can be found below and in the complete affili-
ation list of this Correction article.

– Ocean EcoSystems Biology Unit, RD3 GEOMAR
Helmholtz Centre for Ocean Research Kiel, Kiel,
Germany.

– Monterey Bay Aquarium Research Institute, 7700
Sandholdt Rd., Moss Landing, CA 95039, USA.
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